
SEQUENCE LISTING 



TSE, Christin 

<120> MULTIPLEX SCREENING ASSAYS 

<130> 8325-0033 (S33-US1) 

<140> 10/666,923 

<141> 2003-09-18 

<150> 60/412,345 

<151> 2002-09-20 

<160> 39 

<170> Patentln version 3.2 

<210> 1 

<211> ' 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Linker 

<400> 1 

Asp Gly Gly Gly Ser 
1 5 



<210> 2 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Linker . 

<400> 2 

Thr Gly Glu Lys Pro 
1 "* 5 



<210> 3 

<211> 9 

<212> PRT 

<213> Artificial 

<220> 

<223> Linker 

<400> 3 



1 



Leu Arg Gin Lys Asp Gly Glu Arg Pro 
1 5 



<210> 4 

<211> 4 

<212> PRT 

<213> Artificial 

<220> 

<223> Linker 

<400> 4 

Gly Gly Arg Arg 
1 



<210> 5 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Linker 

<400> 5 

Gly Gly Gly Gly Ser 
1 5 



<210> 6 

<211> 8 

<212> PRT 

<213> Artificial 

<220> 

<223> Linker 

<400> 6 

Gly Gly Arg Arg Gly Gly Gly Ser 
1 5 



<210> 7 

<211> 9 

<212> PRT 

<213> Artificial 

<220> 

<223> Linker 

<400> 7 

Leu Arg Gin Arg Asp Gly Glu Arg Pro 



1 



5 



<210> "8 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> Linker 

<400> 8 

Leu Arg Gin Lys Asp Gly Gly Gly Ser Glu Arg Pro 
1 5 10 



<210> 9 

<211> 16 

<212> PRT 

<213> Artificial 

<220> 

<223> Linker 
<400> 9 

Leu Arg Gin Lys Asp Gly Gly Gly Ser Gly Gly Gly Ser Glu Arg Pro 
15 10 15 



<210> 10 

<211> 17 

<212> DNA 

<213> Artificial 



<220> 

<223> AnxA8 forward primer 



<400> 10 

acgcgcagtg ccactca 17 



<210> 11 

<211> 22 

<212> DNA 

<213>. Artificial 



<220> 

<223> AnxA8 Reverse primer 
<400> 11 

tgatgctgtc ctcaatgctc tt 22 



<210> 12 
<211> 35 



3 



<212> DNA 

<213> Artificial 

<220> 

<223> AnxA8 probe 

<400> 12 

ctgagagtgt ttgaagagta tgagaaaatt gccaa 

<210> 13 

<211> 16 

<212> DNA 

<213> Artificial 

<220> 

<223> Kip2 forward primer 

<400> 13 
gcgcggcgat caagaa 

<210> 14 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Kip2 reverse primer 

<400> 14 

acatcgcccg acgacttc 

<210> 15 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Kip2 probe 

<400> 15 

ccgggcctct gatctccgat ttct 



<210> 16 

<211> 17 

<212> DNA 

<213> Artificial 

<220> 

<223> GRP forward primer 

<400> 16 

aggccctggg caatcag 



<210> 17 

<211> 25 

<212> DNA 

<213> Artificial 



<220> 

<223> GRP reverse primer 
<400> 17 

caactttgcc ttttgaacct acatc 



<210> 18 

<211> 28 

<212> DNA 

<213> Artificial 



<220> 

<223> GRP probe 



<400> 18 

agccttcgtg ggattcagag gatagcag 



<210> 19 

<211> 21 

<212> DNA 

<213> Artificial 



<220> 

<223> GAPDH forward primer 
<400> 19 

ccatgttcgt catgggtgtg a 



<210> 20 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> GAPDH reverse primer 
<400> 20 

catggactgt ggtcatgagt 



<210> 21 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 

<223> GAPDH probe 



<400> 21 

tcctgcacca ccaactgctt agca 



24 



<210> 


22 




<211> 


61 




<212> 


DNA 




<213> 


Artificial 




<220> 






<223> 


a segment containing 


the Kozak translation 




and the SV40 nuclear 


localization sequence 


<400> 


22 





gaattcgcta gcgccaccat ggcccccaag aagaagagga aggtgggaat ccatggggta 60 
c 61 

<210> 23 

<211> 187 

<212> DNA 

<213> Artificial 

<220> 

<223> a segment containing a BamHi site, the KRAB-A box from KOX1, the 
FLAG epitope, and a Hindlll site 

<400> 23 

ggtacccggg gatcccggac actggtgacc ttcaaggatg tatttgtgga cttcaccagg 60 

gaggagtgga agctgctgga cactgctcag cagatcgtgt acagaaatgt gatgctggag 120 

aactataaga acctggtttc cttgggcagc gactacaagg acgacgatga caagtaagct 180 

tctcgag 187 



<210> 24 

<211> 10 

<212> DNA 

<213> Artificial 

<220> 

<223> ZFP 734 kip2 binding site 

<400> 24 

ggggctgggt 10 



<210> 25 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> ZFP 734 kip2 Fl sequence 



6 



<400> 25 

Arg Ser Asp His Leu Ala Arg 
1 5 



<210> 26 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> ZFP 734 kip2 F2 sequence 

■ <400> 26 

Gin Ser Ser Asp Leu Ser Arg 
1 5 



<210> 27 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> ZFP 734 kip2 F3 sequence 

<400> 27 

Arg Ser Asp His Leu Ser Arg 
1 5 



<210> 28 

<211> 9 

<212> DNA 

<213> Artificial 

<220> 

<223> ZFP 1727 GRP binding site 

<400> 28 
gtggggagg 



<210> 29 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> ZFP 1727 GRP Fl sequence 



<400> 29 



Arg Ser Asp Asn Leu Ala Arg 
1 * 5 



<210> 30 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> ZFP 1727 GRP F2 sequence 

<400> 30 

Arg Ser Asp His Leu Thr Arg 
1 5 



<210> 31 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> ZFP 1727 GRP F3 sequence 

<400> 31 

Thr Ser Gly His Leu Val Arg 
1 5 



<210> 32 

<211> 10 

<212> DNA 

<213> Artificial 

<220> 

<223> ZFP 757 anxA8 binding site 

<400> 32 
cgggcggctg 

<210> 33 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> ZFP 757 anx A8 Fl sequence 

<400> 33 



Gin Ser Ser Asp Leu Arg Arg 
1 5 



<210> 34 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> ZFP 757 anx A8 F2 sequence 

<400> 34 

Arg Ser Asp Glu Leu Gin Arg 
1 5 



<210> 35 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> ZFP 757 anx A8 F3 sequence 

<400> 35 

Arg Ser Asp His Leu Arg Glu 
1 " 5 



<210> 36 

<211> 10 

<212> DNA 

<213> Artificial 

<220> 

<223> ZFP 993 kip2 binding site 

<400> 36 
ggggctgggt. 

<210> 37 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> ZFP 993 kip2 Fl sequence 

<400> 37 

Arg Ser Asp His Leu Ala Arg 
1 5 



<210> 38 
<211> 7 



<212> PRT 

<213> Artificial 

<220> 

<223> ZFP 993 kip2 F2 sequence 

<400> 38 

Thr Ser Gly Glu Leu Val Arg 
1 5 



<210> 39 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> ZFP 993 kip2 F3 sequence 

<400> 39 



Arg Ser Asp His Leu Ser Arg 
1 5 



